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Components of MAGE-OM

» Array design and manufacture
» Biological sample source detail and generation

» Actual data and images from array hybridizations

» Clustering results

» Experimental design details
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MAGE Design Team
e

» MGED Members (mostly Stewart, Spellman, and Sarkans)

» Rosetta (Michael Miller and Doug Bassett)

v

Agilent (Charles Troup)

v

Affymetrix (Steve Chervitz and Derek Bernhart)

v

NetGenics/Lion Bioscience (Scott Markel)
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The MAGEstk
T

» Freely available software collection (MIT open source license)

» Includes
- MAGE-ML Parsers for:

- Perl -- Complete and functional

- Java -- Complete and functional
- Data annotation tool (MIAME EXpress)
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%

» Purpose
- Provide standard terms for the annotation of microarray experiments

» Benefits
- Unambiguous description of how the experiment was performed

- Structured queries can be generated

» Ontology concepts derived from the MIAME guidelines/MAGE-OM
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Relationship of
MO to MAGE-OM
-

» MO class hierarchy follows that of MAGE-OM
- Association to OntologyEntry

» MO provides terms for these associations by:

- Instances internal to MO
- Instances from external ontologies

- Take advantage of existing ontologies
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MAGE and MO

LIsage of
Amay Design
SurfaceType Bhwersion : String
ﬂjnuml:uerlIIfFeaturEE sint
F
1] 1 0..n . .
Classes 3 aPmviders

C| PhysicalArrayDesign +deZignProviders
M
{rank: 5
Cortact
o Aud@And Secuity ]
Gmups
e Phyy sicalAmay Design
1
* rfaceTypa
Orntology Ent
ature Grafips (el Pk suraceee o [fmmﬂgf;rcﬁ ri!lu;n)
frank: 2300 nk: 1} pt
Individuals Feature Group
| +2one Groups
I polylysine L O.mfEank: 23

I aminosilane
I unknown _surface_hipe

A cancer Biomedical
mﬁ]mi . CEB,G Infarmatics Grid




